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Supplementary Table 1. Pedigree of the evaluated genotypes along with their codes
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Genotype ID Pedigree original name Pedigree sources

Bow"s"/Vee"s"//1-60-3/3/Cocoraque IRW15-020331-3Kaj-0Kaj-0Kaj- } .

! 75/4/Inia/5/Sirvan 2Kaj F6- Kargj-2022
Bow"s"/Vee"s"//1-60-3/3/Suweon IRW15-020333-1Kaj-0Kaj-0Kaj- } .

2 220/4/Chamran/5/Sirvan 1Kaj F6- Kargj-2022
Bow"'s"/Vee"s"//1-60-3/3/Suweon IRW15-020333- 1Kaj-0Kaj-0Kaj- .

3 220/4/Chamran/5/Sirvan 2Kaj F6- Karaj-2022
Bow"'s"/Vee"s"//1-60-3/3/Suweon IRW15-020333-6Kaj-0Kaj-0Kaj- .

4 220/4/Chamran/5/Sirvan 1Kaj F6- Karaj-2022
PRL/2*PASTOR/4/CHOIX/STAR/3/HEL/3*CNO79/  IRW15-020335-2Kaj-0Kaj-0Kaj- e

5 /2*SERI/5/Baharan 2Kaj F6- Kargj-2022
PRL/2*PASTOR/4/CHOIX/STAR/3/HEL/3*CNO79/  IRW15-020335-5Kaj-0Kaj-0Kaj- e

6 /2*SERI/5/Baharan 2Kaj F6- Karaj-2022

7 W3918A/Jup//Shuha "s"/3/Shiraz/4/Rakhshan 'RW15'°2°34;;<1;J.<31‘°K5‘J‘OKaJ‘ F6- Karaj-2022

8 W3918A/Jup//Shuha "s"/3/Shiraz/4/Rakhshan 'RW15'°2°34§;<1;J.<31‘°K5‘J‘OKaJ‘ F6- Karaj-2022

9 W3918A/Jup//Shuha "s"/3/Shiraz/4/Rakhshan 'RW15'°2°345§;J.<31‘°K31‘OKaJ‘ F6- Karaj-2022
MTRWA92.161/PRINIA/S/SERI*3/RLE010/4*YR/  IRW15-020351-2Kaj-0Kaj-0Kaj- e

10 3/PASTOR/4/BAVO2/6/Sirvan 3Kaj F6- Kargj-2022

" CHEN/AEGILOPS SQUARROSA IRW15-020358-4Kaj-0Kaj-OKaj- g 1o oo
(TAUS)//BCN/3/BAV92/4/BERKUT/S/Sirvan 2Kaj J

" CHEN/AEGILOPS SQUARROSA IRW15-020359-4Kaj-0Kaj-OKaj- g oo oo
(TAUS)//BCN/3/BAV92/4/BERKUT/5/Rakhshan 1Kaj J

13 CHEN/AEGILOPS SQUARROSA IRW15-020359-4Kaj-0Kaj-OKaj 1 oo oo
(TAUS)//BCN/3/BAV92/4/BERKUT/5/Rakhshan 2Kaj J

14 Nogal/Sirvan 'RW15'°20383'K3;J.<’"J'0K5“'OK"“' F6- Karaj-2022

15 Nogal/Sirvan 'RW15'°2038(2);<3’;J.<""J'0K&J'OKaJ' F6- Karaj-2022

16 TUilICMH 76-252/Pvn "s"/3/Flt/4/sirvan/s/Rakhshan 'RW15'°2°39§’£;J.<&J'OKB‘J'OKaJ' F6- Karaj-2022

. PRL/2*PASTOR/4/CHOIX/STAR/3/HEL/3*CNO79/  IRW15-020410-2Kaj-OKaj-0Kaj- o o o0
/2*SERI/5/Sirvan/6/Rakhshan 3Kaj J

18 PRL/2*PASTOR/4/CHOIX/STAR/3/HEL/3*CNO79/  IRW15-020410-4Kaj-0Kaj-0Kaj o peo i oo
/2*SERI/5/Sirvan/6/Rakhshan 2Kaj J

L9 PRL/2*PASTOR/4/CHOIX/STAR/3/HEL/3*CNO79/  IRW15-020414-5Kaj-OKaj-0Kaj- o (o o0
[2*SERI/5/Chamran2/6/Rakhshan 1Kaj J

o1 PRL/2*PASTOR/4/CHOIX/STAR/3/HEL/3*CNO79/  IRW15-020416-6Kaj-OKaj-0Kaj- o (. o0
[2*SERI/5/Mehregan/6/Rakhshan 1Kaj J

- SERI.1B*2/3/KAUZ*2/BOW//KAUZIAIVARIS/S/Pi  IRW15-020430-1Kaj-0Kaj-OKaj- o (oo oo
shgam/6/Sirvan 1Kaj !

’ SERI.1B*2/3/KAUZ*2/BOW/KAUZI4IVARIS/SIPi  IRW15-020430-1Kaj-0Kaj-OKaj- s oot o0
shgam/6/Sirvan 2Kaj !

o4 SERI.1B*2/3/KAUZ*2/BOW//KAUZ/A/PBW343*2/  IRW15-020439-6Kaj-0Kaj-OKaj- o (o oo
KHVAKI1/5/Mehregan/6/Parsi 1Kaj J

25 SERI.1B*2/3/KAUZ*2/BOW//KAUZ/A/PBW343*2/  IRW15-020439-6Kaj-0Kaj-OKaj- g oo oo
KHVAKI/5/Mehregan/6/Parsi 3Kaj J

26 SERI.1B*2/3/KAUZ*2/BOW//KAUZ/A/PBWW343*2/  IRW15-020439-6Kaj-0Kaj-OKaj- o (oo oo
KHVAK I/5/Mehregan/6/Parsi 4Kaj !

27 SOKOLL/MW15.92/WBLL1/3/Sirvan/4/Rakhshan 'RW15‘02044§;3’£‘”'0K&J'OK"‘J' F6- Karaj-2022

28 SOKOLL/W15.92/WBLL1/3/Sirvan/4/Rakhshan 'RW15‘02044§|‘<3£&J‘0K8‘J‘OKaJ‘ F6- Karaj-2022
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29 SOKOLL/W15.92/WBLL1/3/Sirvan/4/Rakhshan 'RW15'02044f;fgaJ'OKaJ'OKaJ' F6- Karaj-2022
30 SOKOLL/W15.92/WBLL1/3/Sirvan/4/Rakhshan 'RW15'02044$13;§;J.<E”'°K31'OKaJ' F6- Karaj-2022
31 Celtic/Sirvan//Rakhshan IRW15-0204711;<2;J_<aJ-0KaJ-OKaJ- F6- Karaj-2022
32 Heilo/Parsi//Sirvan IRW15-02048§;<1;J_<aj-0Kaj-OKaj- F6- Karaj-2022
33 Shuha-8/Byt//Mehregan/3/Sirvan IRWlS-OZOgiE_iﬁ(I;?-OArd-OIra— F6- Karaj-2022
CMSS12Y00070S-099Y-099M-
34 BORL14//BECARD/QUAIU #1 R ASRARAY 43th ESWYT
SHAT7//PRL/VEE#6/3/FASAN/A/HAAS8446/2*FAS  CMSS15Y01023T-099TOPM-
35 AN/5/CBRD/KAUZ/6/MILAN/AMSEL/7/FRET2*2/  099Y-099M-099NJ-09ONJ-3Y-  43th ESWYT
KUKUNA/S/KINGBIRD #1/9/2*BORL 14 OWGY
% KACHUISAUAL/SIKACHU/JWHEAR//2PRLI2*  CMSSISBO01795-099M-09NI o oo o
PASTOR/4/BOKOTA 099NJ-15Y-OWGY
. UP2338*2IVIVITSI/3/FRET2/TUKURUIIFRET2/4]  CMSS15B002435-099M-099NJ- 00 oo
MISR 1/5/NADI 099NJ-18Y-OWGY
CROSBILL
#1/DANPHE/7/CNDO/R143//ENTE/MEXI_2/3/AE
38 GILOPS SQUARROSA e e N 43th ESWYT
(TAUS)/4/WEAVER/5/2*K AUZ/6/PRL/2*PASTOR
/8/NADI
2 FRNCLN/3/ND643//2*PRLI2PASTORI/FRANCO  CMSSIGY00474T-099TOPM- 0 oo
LIN #L*2/5/FRNCLN/NIINI #/FRANCOLIN #1  099Y-099M-0SY-10M-OWGY
PASTOR/KAUZ/6/CNDO/R143//ENTE/MEXI_2/3/
" AEGILOPS SQUARROSA CMSSIGY00S73T-009TOPM- 0 oo
(TAUS)/4WEAVER/5/2*KAUZ/7/2*PRLI2*PAST ~ 099Y-099M-0SY-23M-0WGY
OR//PBW343*2/KUKUNA/8/2*BORL 14
PASTOR//HXL7573/2*BAU/3/SOKOLL/MBLLL/4/
i HUW234+LR34/PRINIAIPBW3A3*2KUKUNAJY/  CMSSIGY00659T-099TOPM- 0 oo
ROLF07/5\WHEAR/SOKOLL/6/BORL14/T/KASU  099Y-099M-0SY-34M-0WGY
KO
KACHU/SAUAL/3ITACUPETO
43 F200L/BRAMBLING/KIRITATP2/4/FRET2TUK oS S HO0TISTOTORME 3t EswyT
URU//FRET2/3/MUNAL #1
FRANCOLIN
44 #1/3/PBW3432/KUKUNA*2IIYANACIAIKINGBI 3055 OX0080ST- 0T ORNE g3t EswyT
RD #L/INQALAB 91*2/TUKURU*2/5/MUCUY
SOKOLL/3/IPASTOR//HXL7573/2*BAU*2/6/0ASI
45 S/5*BORL9S/5/CNDO/RIAY/ENTEIMEXITSI/AE.  GYSSTOYOBOST-OOTOPNE 4ot EswyT
SQ/4/2*0CI*2/7/BORL14
CMSS16B01875T-099Y-099M-
46 YR57#5474-6/3*BORL14 VNN 43th ESWYT
CMSS16B01875T-099MABY-
47 YR57#5474-6/3*BORL14 s 43th ESWYT
; CMSS16B01903T-099Y-099M-
48 Pavon 76, 20 + 1R.1D5+10-2(1D)/3*MUCUY VPN 43th ESWYT
CHAM-8/6/HUBARA-L/5/CHEN/AEGILOPS
49 SQUARROSA(TAUS)//BCN/3IVEE#7/BOW/4PAS ~ 'SBWIT-TR-0018-0TR-OTR- 5oy, popyyyT
A AMR-OMR
02W50807-
5 1/4/PFAU/SERI 1BI/AMAD/JWAXWING/S/BECA  ISBWL7-TR-0066-0TROTR- o oo

RD//KIRITATI/2*TRCH/3/BECARD/4/NEJIMAH-
6/PAVON SR24+SR26+SR31

7TMR-OMR
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RHINO 1A.1D5+10-4/TILHI/NEJMAH-
51 14/4/SUDAN#3/SHUHA-6//FLAG- 'SBW”'MR(')?\;;'OKUL"‘ MR- 23th ESBWYT
5/3/PFAU/MILAN
52 Misr-1/Angi-1 'SBW”'M%&ZF;OKUL'WR' 23th ESBWYT
QUAIU*2/KINDE/4/PFAU/MILAN/3/BABAX/LR4  ISBW16MR-70-040MR-6MR-
53 vt oo 23th ESBWYT
UTIQUE 96/FLAG-
1//SR22C01213/7/SERI.1B//KAUZ/HEVO/3/AMA
54 D/4/PYN/BAU/MILAN/S/OPATAIRAYOMI/KAU  ISBWI7S-TR-015-0TR-OTR- oo ceon
Z/6/SR50+SR45#1/8/ TERBOL/9/DEBEIRA/MILA AMR-OMR
N/PASTOR/4/URES/BOW//OPATA/3/HT3306/HO
RK'S
COPIO*2/3/KINGBIRD#1/INQALAB ISBWS18-TR-1228-0TR-0TR-
55 91*2TUKURU/4/BSKINA-8BONITO-36 6TR-0TR 23th ESBWYT
DOY1/AE.SQUARROSA(1026)/5/SERI. 1B*2/3/KA
UZ*2/BOW//KAUZ/4/ANGI-
56 26/6/PEAU/MILAN/ABIER-2/3/SHUHA- ISBW17-MR-187-OMR-5MR 23th ESBWYT
3//TURACO/CHIL
KAUZ'S/SERI//PEAU/MILAN/3/KFA/2*KACHU*  ISBWS18-TR-0188-0TR-OTR-
57 2/\WAXBI 6TR-0TR 23th ESBWYT
SAUAL/YANAC//SAUAL/3/BECARD/QUAIU#1/4
58 ITHELIN/WAXWING//ATTILA*2/PASTOR/3/INQ 'SBWSlB'IfF';_Jg%OTR'OTR' 23th ESBWYT
ALAB91*2/TUKURU9Y-0B
CMSS10Y003745-099Y-099M-
59 KABILU #1 w08 55th IBWSN
CMSS15Y00360S-099Y-099M-
61 COPIO/MUCUY R AA N 55th IBWSN
62 FRNCLN/4MWHEAR/KUKUNA/3/C80.1/3*BATAV (%'\;'3:5015359{;)?0698;&?0999;,\%?4'\4'_ 5511 [BWSN
IA//2*WBLL1/5/2*SUP152*2/TECUE #1 ey
63 KACHU/SAUAL//CIRO16*2/4/\WBLL1*2/BRAMB Ogg”YsgégrﬂoéggﬁlTjgggL?% S5t IBWSN
LING//TAM200/TUI/3/VILLA JUAREZ F2009 Wy
BORL14/5/MUTUS/DANPHE
64 #1/4/C80.U3BATAVIAIZ*WBLLL/CB0.1/3+QT  CMSSISB00I0S BBMOON- 55t iBwisiy
4522//2*PASTOR
65 CHIPAK/3/SWSR22T.B./2*BLOUK CMSSI5B002595-099M-099NI-  co oo
#1//WBLL1*2/KURUKU 099NJ-42Y-OWGY
CMSS15B00261S-099M-099NJ-
66 CHIPAK/4/KACHU/3MWHEAR//2*PRL/2*PASTOR oo e 55th IBWSN
CMSS15B00266S-099M-099NJ-
67 KACHU//WBLL1*2/BRAMBLING/3/MUCUY PNEPAVY 55th IBWSN
8 PBW343*2/KUKUNA//PBW343*2/KUKUNA/ZW  CMSSI5BO0G19S-099M-00INS- (o o e
BLL1*2/SHAMA/KACHU/4/KASUKO 099NJ-42Y-OWGY
SHA7//PRL/VEE#6/3/FASAN/A/HAASSA46/2<FAS
5 AN/5/CBRDIKAUZ/6IMILAN/AMSEL/7IFRET2*2/  CMSS15B00920S-009M-009NT oo o e
KUKUNA/8/TRCH/SRTU//KACHU/9/TRCH/HUIR 099NJ-18Y-OWGY
IVIS #1/10/BORL14
. KACHU/KIRITATI/BORL14/4/BECARD/AKURI* ~ CMSSISBO1367S-00M-00INS (o o e
2/3/PBW343*2/K UKUNA*2//FRTL/PIFED 099NJ-17Y-OWGY
CMSS15B01901T-099TOPY-
7 MISR 1*2/3/K ACHU//KIRITATI/2*TRCH 050N oo DO TGy 55th IBWSN
CMSS16Y00592T-099TOPM-
72 MUTUS*2/KIRITATI//BORL14/3/MOKUE #1 009Y-099M-0SY-13M-OWGY 55th IBWSN
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SAUAL/WHEAR//SAUAL/3/PBW343*2/KUKUNA
. *2//ERTL/PIFED/4/BORL14/5/BECARD/ND643/2  CMSS16Y00768T-099TOPM- 55101 [BWSN
*WBLL1/4/ND643/2*WBLLU/ATTILA*2/PBWES5/  099Y-099M-0SY-13M-OWGY
3/IMUNAL
FRANCOLIN
74 #1/3/PBW343*2/KUKUNA*2//Y ANAC/4/KINGBI gg'\gffgg;,&ogggzgﬁgw’g"\( 55th IBWSN
RD #1//INQALAB 91*2/TUKURU*2/5/BORL 14
s MUCUY/5/PBW65/2*PASTOR/3/KIRITATI/PBW (%'\é'f_50269\,(/??039692,3”'?0999;,\%?8'\\"('_ L7t STEMRRSN
65/2*SERI.1B/4/DANPHE #1/6/MOKUE #1 vy
FRANCOLIN CMSS16Y00793T-099TOPM-
76 #1/3/PBW343*2/KUKUNA*2//YANAC/4/KINGBI  099Y-099M-099NJ-099NJ-25Y-  17th STEMRRSN
RD #1//INQALAB 91*2/TUKURU*2/5/BORL 14 OWGY
FRANCOLIN CMSS16Y00796T-099TOPM-
77 #1/3/PBW343*2/KUKUNA*2//YANAC/4/KINGBI  099Y-099M-099NJ-099NJ-OY-  17th STEMRRSN
RD #1//INQALAB 91*2/TUKURU*2/5/MUNAL #1 OWGY
CMSS16B00100S-099M-0SY-
78 SUP152/FRNCLN//KASUKO e 17th STEMRRSN
CMSS16B00134S-099M-0SY-
79 MUNAL*2/CHONTE/KASUKO S e 17th STEMRRSN
GLADIUS/3/2*K AINAC/TRCH/AIKUTZ/IKFA/2*  CMSS16B00147S-099M-099NJ-
81 KACHU 099NJ-4Y-OWGY 17th STEMRRSN
KACHU*2/3/ND643//2*PRL/2*PASTOR/4/KASUK  CMSS16B00170S-099M-0SY-
82 v P 17th STEMRRSN
KACHU*2/3/ND643//2*PRL/2*PASTOR/4/MOKU  CMSS16B00173S-099M-0SY-
83 o PR 17th STEMRRSN
KACHU*2/3/ND643//2*PRL/2*PASTOR/A/MOKU  CMSS16B00173S-099M-099NJ-
84 o oo o 17th STEMRRSN
KACHU/3/WHEAR//2*PRL/2*PASTOR/A/KASUK  CMSS16B00230S-099M-0SY-
85 A e 17th STEMRRSN
FRANCOLIN
6 #1/WBLL1*2/KURUKU/ZWBLLI*2/BRAMBLIN  CMSS16B00B59S-00M-0SY- - cxon ooc
GIICHY AK/4/SUP152//\WBLL1*2/BRAMBLING*2 099M-8Y-OWGY
J3/KSW/SAUAL/SAUAL
WAXWING/4/BL
1496/MILAN/3/CROC_1/AE.SQUARROSA
. (205)//KAUZ/5/FRNCLN/6/KINGBIRD CMSSL7Y00B64T-009TOPM- o oo
#1/INQALAB 91*2/TUKURU/7/BECARD/QUAIU 099Y-099M-13Y-0WGY
#1/8/2K ACHU//WBLL1*2/BRAMBLING*2/3/KA
CHU/KIRITATI
KACHU//WBLL1*2/BRAMBLING*2/6/ROLFO7*2
/5/REH/HARE//2*BCN/3/CROC_1/AE.SQUARRO  CMSS17Y00861T-099TOPM-
88 SA 099Y-099M-18Y-0WGY 17th STEMRRSN
(213)//PGO/4IHUITES*2/7/KUT ZI/KFAI2*KACHU
KACHU #1/3/T.DICOCCON
PI94624/AE. SQUARROSA
89 (409)/BCN/AI2*KACHU/SMUTUS=2TECUE  CMoSSTYOSSITTOTOPME 1 7h STEMRRSN
#1/6/MUTUS*2/ TECUE
#1*2/TINELOKI*2//KACHU/KIRITATI
KACHU #1/3/T.DICOCCON
PI94624/AE.SQUARROSA
(409)//BCN/A/2*K ACHU/5/MUTUS*2/ TECUE
. 41 6MUTUS*2ITECUE CMSSITY00997T-009TOPM- oo ooc

#1*2/7/NELOKI*2//[KACHU/KIRITATI

099Y-099M-29Y-0WGY
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*
SAUAL 2/6/CII\_lgg)éRsléal'/A\Eé\lR;l'oEél\A/l\EXI_2/3/AEGI CMSS16Y00769T-098 TOPM-
a (TAUS)/4/WEAVER/5/2*PASTOR/7/PBW343%2/K 099Y'099M'89R‘3GN¢'°99NJ'29Y' 17th STEMRRSN
UKUNA*2//FRTL/PIFED/8/BORL14/9/KASUKO
TACUPETO
F2001/6/CNDO/R143//ENTE/MEXI_2/3/AEGILOP
S SQUARROSA CMSS16B00781S-099M-099NJ-
92 (TAUS)/4/\WEAVER/5/PASTOR/7/ROLFO7*2/8/SA 099NJ-3Y-ORGY 17th STEMRRSN
UAL/YANAC/SAUAL/9/SUP152/WBLL1*2/BRA
MBLING*2/3/KSW/SAUAL//SAUAL
CMSS16B009555-099M-099N-
*
93 BORL14*2/BECARD/QUAIU #1/3/MOKUE #1 o R 17th STEMRRSN
GRACK/CHYAK/6/ROLFO7*2/5/FCT/3IGOV/AZII
o4 MUS/4/DOVE/BUC/7/SUP152/WBLLL*2/BRAMB  CMSSTOBOLOSTE BOMHOSY= 47h sTEMRRSN
LING*2/3/KSW/SAUAL//SAUAL
BLOUK #L/MUNAL/3/WBLL1*2/SHAMA//BAJ
#1/4/SUP152/BAJ CMSS17Y00907T-099TOPM-
9 #1/5/2*SUP152//WBLL1*2/BRAMBLING*2/3/KS 099Y-099M-2Y-0RGY 17th STEMRRSN
WI/SAUAL//SAUAL
CHEN/AEGILOPS SQUARROSA
% (TAUS)//BCN/3/BAV92/4/BERK UT/5/Parsi 4-402-11 PWSN Zaeghan
CHEN/AEGILOPS SQUARROSA
el (TAUS)//BCN/3/BAV92/4/BERK UT/5/Parsi 4-402-12 PWSN Zaeghan
CHEN/AEGILOPS SQUARROSA
9% (TAUS)//BCN/3/BAV92/4/BERKUT/5/Parsi 4-402-13 PWSN Zaeghan
CHEN/AEGILOPS SQUARROSA
9 (TAUS)//BCN/3/BAV92/4/BERKUT/5/Parsi 4-402-14 PWSN Zaeghan
CHEN/AEGILOPS SQUARROSA
101 (TAUS)//BCN/3/BAV92/4/BERKUT/5/Sirvan 4-402-17 PWSN Zaeghan
102 Nogal/Sivand 4-402-25 PWSN Zaeghan
103 Tui//CMH 76-252/Pvn "'s"/3/FIt/4/Parsi/5/Rakhshan 4-402-32 PWSN Zaeghan
PRL/2*PASTOR/4/CHOIX/STAR/3/HEL/3*CNO79/
104 /2*SERI/5/Pishgam/6/Parsi 4-402-42 PWSN Zaeghan
PRL/2*PASTOR/4/CHOIX/STAR/3/HEL/3*CNO79/
105 /2*SERI/5/Chamran2/6/Parsi 4-402-45 PWSN Zaeghan
WHEAR/KUKUNA/3/C80.1/3*BATAVIA//2*WBL
106 L 1/4/Parsi/5/Rakhshan 4-402-53 PWSN Zaeghan
WHEAR/KUKUNA/3/C80.1/3*BATAVIA//2*WBL
107 L 1/4/Parsi/5/Rakhshan 4-402-54 PWSN Zaeghan
108 SERI.1B*2/3/KAUZ*2/BOW//KAUZ/4/NARIS/5/Si 44062 PW/SN Zaeghan
rvan/6/Rakhshan
SERI.1B*2/3/KAUZ*2/BOW//KAUZ/4/PBW343*2/
109 KHVAKI/5/Chamran2/6/Rakhshan 4-402-70 PWSN Zaeghan
110 ATTILA*2/PBW65//BERKUT/3/Pishgam/4/Sirvan 4-402-81 PWSN Zaeghan
111 SOKOLL//W15.92/WBLL1/3/Sirvan/4/Rakhshan 4-402-91 PWSN Zaeghan
PASTOR//SITE/MO/3/CHEN/AEGILOPS
112 SQUARROSA 4-402-101 PWSN Zaeghan
(TAUS)//BCN/4/WBLL1/5/Pishgam/6/Sirvan
KS82W418/SPN/3/CHEN/AE.SQ//2*OPATA/A/FRE
113 T2/5/Parsi/6/Sirvan 4-402-103 PWSN Zaeghan
114 Heilo/Pishtaz//Parsi 4-402-122 PWSN Zaeghan
115 Heilo/Chamran2//Parsi 4-402-124 PWSN Zaeghan
6 WEAVER/TSC//WEAVER/3/WEAVER/4/2*WAX 440145 PWSN Zaeghan

WING/5/Baharan
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Supplementary Table 1. Pedigree of the evaluated genotypes along with their codes
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Genotype ID Pedigree original name Pedigree sources
117 PRL/2*PASTOR//Baharan 4-402-151 PWSN Zaeghan
118 QAFZAH-14/ASFOOR-1//Baharan 4-402-159 PWSN Zaeghan
PASTOR/KAUZ/6/CNDO/R143/ENTE/MEXI_2/3/
AEGILOPS SQUARROSA
119 (TAUS)/4/WEAVER/5/2*KAUZ/7/SOKOLL/WBLL 4-402-172 PWSN Zaeghan
1
HUBARA-
121 8/3/MON'S/ALD'S//BOW'S/4/SOKOLL/WBLL1 4-402-173 PWSN Zaeghan
122 QAFZAH-33/FLORKWA-2//SOKOLL/WBLL1 4-402-175 PWSN Zaeghan
123 HAALA-1/SOKOLL/WBLL1 4-402-180 PWSN Zaeghan
124 HAALA-1/SOKOLL/WBLL1 4-402-181 PWSN Zaeghan
125 HAALA-37//SOKOLL/WBLL1 4-402-182 PWSN Zaeghan
126 BABAGA-3//SOKOLL/MWBLL1 4-402-194 PWSN Zaeghan
127 REBWAH-12/ZEMAMRA-8//Pishtaz 4-402-196 PWSN Zaeghan
128 REBWAH-12/ZEMAMRA-8//Pishtaz 4-402-199 PWSN Zaeghan
129 SETTAT-69/Pishtaz 4-402-201 PWSN Zaeghan
130 SETTAT-76/Pishtaz 4-402-203 PWSN Zaeghan
SOKOLL/3/PASTOR//HXL7573/2*BAU*2/6/0ASI CMSAL0MO0159T-050Y-
131 S/5*BORL95/5/CNDO/R143//ENTE/MEXI7S/3/AE.  099ZTM-099NJ-099NJ-5WGY- 40th SAWSN
SQ/4/2*0ClI 0B
KACHU
130 #1//WBLL1*2/KUKUNA/3/BRBT1*2/KIRITATI/6/  CMSS12B01029T-099TOPY- 40th SAWSN
ROLFO7*2/5/REH/HARE//2*BCN/3/CROC_1/AE.S  099M-099NJ-099NJ-20Y-OWGY
QUARROSA (213)//PGO/4/HUITES/7/BORL14
CMSS15Y01080T-099TOPM-
133 KABILU #1*2/TAITA 099Y-099M-099NJ-099NJ-26Y-  40th SAWSN
OWGY
CNDO/R143//ENTE/MEXI_2/3/AEGILOPS
SQUARROSA
134 (TAUS)4/WEAVER/5/2JANZ/6ISKAUZIBAV2/  SMSSIOB00TSSS DRI 4o sawsiy
7/TRCH/3/ROLFO7/YANAC//TACUPETO
F2001/BRAMBLING/4/PRL/2*PASTOR
135 SOKOLL/3/IPASTOR/HXL7573/2*BAU/4ISHAMA ~ CMSS15B010365-099M-099NJ- 40 e x i
/IPARUS/PASTOR/5/BORL 14 099NJ-4Y-OWGY
WBLL1*2/KUKUNA*2//WHEAR/8/2*TACUPETO
F2001/6/CNDO/R143//ENTE/MEXI_2/3/AEGILOP
S SQUARROSA CMSS15B013055-099M-099NJ-
136 (TAUS)/4/WEAVER/5/PASTOR/7/ROLFO7/9/KFA/ 099NJ-7Y-OWGY 40th SAWSN
2*KACHU/3/PBW343*2/KUKUNA*2//FRTL/PIFE
D/4IKFA/2*KACHU
BECARD/AKURI*2/4/MUU
137 #1//PBW343*2/KUKUNA/3/MUU/5/KUTZ//KFA/2 CMSS%ZS%?S?S%E";OQQNJ' 40th SAWSN
L “40Y.-
KACHU
CMSS15B01958T-099TOPY-
138 NADI//KACHU/KIRITATI/3/NADI#2 099M. 099N 1.090NIL7Y owey  40th SAWSN
CMSS15B02016T-099TOPY-
139 MUNAL #1/SUJATA//CHIPAK 099M.099N1. 090N 15V owey  40th SAWSN
ATTILA*2/PBW65/5/PRL/2*PASTOR/4/CHOIX/S
11 TAR/3/HEL/3*CNO79//2*SERI/6/PFUNYE CMSS16Y00562T-099TOPM- 40th SAWSN
#1/7/BORL14/8/MELON//FILIN/MILAN/3/FILIN/4  099Y-099M-0SY-13M-OWGY
ITRCH/SRTU//KACHU
142 MUTUS*2/KIRITATI/BORL14/3/MOKUE #1 CMSS16Y00592T-099TOPM- 40th SAWSN

099Y-099M-0SY-16M-OWGY
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Genotype ID Pedigree original name Pedigree sources
N CMSS16Y00694T-099TOPM-
143 MUNAL #1/CIRO16*2//K ACHU/KIRITATI v 40th SAWSN
SAUAL*2/6/CNDO/R143//ENTE/MEXI_2/3/AEGI
» LOPS SQUARROSA CMSS16Y00769T-099TOPM- 40t SAWSN
(TAUS)/4/\WEAVER/5/2*PASTOR/7/PBW343*2/K  099Y-099M-0SY-17M-OWGY
UKUNA*2//ERTL/PIFED/8/BORL14/9/KASUKO
KACHU/SAUAL*2/4/ATTILA*2/PBW6S//PIHA/3/
ATTILA/2*PASTOR/5/SOKOLL/3/PASTOR//HXL
" 7573/2*BAU/4/SOKOL L//PBW343*2/KUKUNA/3/  CMSS16Y00862T-099TOPM- 40t SAWSN
NAVJ07/8/OASIS/5*BORLIS/5/ICNDO/RIA3/ENT  099Y-099M-0SY-33M-0WGY
E/MEXI75/3/AE.SQ/4/2*0C1/6/SOKOLL//SUNCO/
2*PASTOR/7/SOKOLL//SUNCO/2*PASTOR
WAXWING/KIRITATI/FISCAL/3/HUW234+L R34
IPRINIA//UP2338*2/VIVITSI/4/HUW234+L R34/P
146 RINIA*2//Y ANAC*2/5/FRANCOLIN %lgﬂgs\(stg\g&ozggf&%\?v@@ 40th SAWSN
#1/3/PBW343*2/KUKUNA*2//Y ANAC/4/KINGBI
RD #1//INQALAB 91*2/TUKURU
SOKOLL/3/PASTOR//HXL 7573/2*BAU/4/SHAMA
. /IPARUS/PASTOR/5/BORL14/7/SOKOLL/3/PAST  CMSS16Y00887T-099TOPM- 40t SAWSN
ORJ/IHXL7573/2*BAU*2/6/0ASIS/5*BORLIS/S/C  099Y-099M-0SY-24M-OWGY
NDOJ/R143//ENTE/MEXI75/3/AE. SQ/4/2*0Cl
OASIS/5*BORL95/5/CNDO/R143//ENTE/MEXI75/
3/AE.SQ/4/2*0CI/6/SOKOLL//SUNCO/2*PASTOR
L4 /7/SOKOLL//SUNCO/2*PASTOR*2/8/CROSBILL  CMSS16Y00897T-099TOPM- 40t SAWSN
#1/DANPHE/7/CNDO/R143/ENTE/MEX|_2/3/AE  099Y-099M-0SY-IM-OWGY
GILOPS SQUARROSA
(TAUS)/4/WEAVER/5/2*K AUZ/6/PRL/2*PASTOR
SOKOLL/3/PASTOR//HXL 7573/2*BAU*2/6/0ASI
S/5*BORLIS/SICNDO/RI4Y/ENTEMEXITSIFAE.  p1s516Y00901T-099TOPM.
149 SQI4/2*0CI*2/7/FRANCOLIN o oM DI ey 40th SAWSN
#1/3/PBW343*2/KUKUNA*2//Y ANAC/4/KINGBI
RD #1//INQALAB 91*2/TUKURU
SOKOLL/3/PASTOR//HXL7573/2*BAU*2/6/0ASI
150 S/5*BORLIS/S/CNDO/RIAH/ENTEIMEXITSIIIAE.  co0 oo oY OBST-ONTERNE goth saws
SQ/4/2*0CI*2/7/BORL14
CROC_1/AE.SQUARROSA
151 (224)//OPAT A3/PASTOR/4/2*SOKOLL/3IPASTO  CMSS16Y00911T-099TOPM- 40t SAWSN
RIHXL7573/2*BAU/S/MUTUS*2/TECUE 099Y-099M-0SY-33M-0WGY
#1/6/MOKUE #1
) CMSS16B01875T-099MABY-
152 YR5745474-6/3*BORL14 s 40th SAWSN
SRA7/5/3*SHORTENED SR26
153 TRANSLOCATION/4/3*CHIBIA//PRLII/CM65531/ CMSS(1)8501888T-099Y-099M- 40th SAWSN
s Y-11M-0WGY
. CMSS16B01892T-099Y-099M-
154 CHUAN NONG 19/3*MISR 1 VAN 40th SAWSN
5 . CMSS16B01903T-099Y-099M-
155 Pavon 76, 20" + 1R.1D5+10-2(1D)/3*MUCUY T ooy 40th SAWSN
Pavon 76, 20" + CMSS16B01905T-099Y-099M-
156 1RSe.1AL/BORL14/3/2*BORL14/KFA/2*K ACHU 099Y-6M-OWGY 40th SAWSN
SOKOLL/3/PASTOR//HXL7573/2*BAU*2/6/0ASI CMSA10MO0159T-050Y -
157 S/5*BORLO5/5/CNDO/R143//ENTE/MEXI7S/3/AE.  099ZTM-099NJ-099NJ-5WGY-  30th SAWYT
SQ/4/2*0Cl 0B
SUP152/BAJ
158 #1/5/PBWB5/2*PASTOR/3/KIRITATI/PBWES/2xs  CMSS15Y004095-099Y-099M- 30th SAWYT

ERI.1B/4/DANPHE #1

099NJ-099NJ-9Y-0OWGY
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CMSSI5Y00623T-099TOPM-
159 BAJ #H*2/WHEAR*2/3/ P$U2*PASTOR*2/ IFHB-1- 199y-099M-099NJ-099NJ-13Y-  30th SAWYT
OWGY
CMSS15Y00674T-099TOPM-
161 MUTUS*2/TECUE #1*2//KFA/2*K ACHU 099Y-099M-099NJ-099NJ-30Y-  30th SAWYT
OWGY
CMSS15Y01080T-099TOPM-
162 KABILU #1*2/TAITA 099Y-099M-099NJ-099NJ-26Y-  30th SAWYT
OWGY
BORL14/5/MUTUS/DANPHE
163 #1/4/C80.1/3*BATAVIA/2*WBLL1/3/C80.1/3*QT CMSSESS&%}?E&:%%S'\G”\}O%NJ' 30th SAWYT
4522//2*PASTOR
CHIPAK/3/SWSR22T.B./2*BLOUK CMSS15B00259S-099M-099NJ-

164 #1//WBLL1*2/KURUKU 099NJ-42Y-OWGY 30th SAWYT
65 KACHU/BECARD/WBLLI*2/BRAMBLING/JKA ~ CMSSISBO0325S-009M-09ONJ- o0 cair
CHU//KIRITATI/2*TRCH 099NJ-14Y-OWGY

CMSS15B00350S-099M-099NJ-
166 KACHU//KIRITATI/2*TRCH/3/CHIPAK PNV 30th SAWYT
. TRCH/3/ROLFO7/YANAC/TACUPETO CMSS15B00B22S-099M-09NI o oo
F2001/BRAMBLING/4/PRL/2*PASTOR/5/BORL 14 099NJ-20Y-OWGY
BECARD/AKURI*2/4/MUU
168 #1//PBW343*2/K UK UNA/3IMUU/S/KUTZ/KFA/2 cmss%ggﬁﬁsjg\s(-ggslc\;ﬂ;oggNJ- 30th SAWYT
*KACHU e
WBLL1*2/SHAMA//BA] CMSS15B01359S-099M-099NJ-
169 #1/3/BORL14/4/K ASUKO 099NJ-10Y-0WGY 30th SAWYT
SOKOLL/3/PASTOR//HXL7573/2*BAU/A/SHAMA
70 /IPARUS/PASTOR/5/BORL14/7/SOKOLL/3/PAST  CMSS16Y00887T-099TOPM- S0t SAWYT
ORJ/IHXL7573/2*BAU*2/6/0ASIS/S*BORLIS/SIC  099Y-099M-0SY-24M-OWGY
NDOJ/R143/ENTE/MEXI75/3/AE.SQ/4/2*0Cl
SOKOLL/3/PASTOR//HXL 7573/2*BAU*2/6/0ASI
171 S/5*BORLO5/5/CNDO/R143//ENTE/MEXI75/3/AE. gg'\gssggg{hﬁoggiTlgiﬂng’é"Y 30th SAWYT
SQ/4/2*0CI*2/7/BORL14
CMSS16B01875T-099Y-099M-
172 YR5745474-6/3*BORL14 VR ANIAY 30th SAWYT
SWSR22T.B./5/KAUZ//ALTAR
173 84/AOS/3IKAUZ/4/SWI4. 15464/6/2*PRL/2*PAST ~ CMSS16Y01136T-099TOPM- 30th SAWYT

OR/7/WAB8124/8/BAJ #1/CIRO16

099Y-099M-099Y-45M-OWGY
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Supplementary Table 2. Stress indices along with the grain yield for all evaluated genotypes

genotype GM GMP HARM MP SSI STI TOL Yl YR YSI Normal Stress
1 9.82 4.61 4.49 473 066 063 216 0.69 037 0.63 5.82 3.65
2 12.01 5.78 5.62 595 084 062 278 0.86 0.38 0.62 7.34 4.56
3 16.7 6.44 6.33 6.56 0.88 0.68 2.49 1 032 0.68 7.81 5.32
4 1731  5.63 5.56 571 065 0.72 183 09 028 0.72 6.63 4.79
5 23.76  6.46 6.4 6.52 074 076 175 1.06 024 0.76 7.39 5.64
6 3535 7.37 7.33 741 093 081 153 125 019 081 8.17 6.64
7 1732 7.01 6.87 7.16 1.07 067 284 1.08 0.33 0.67 8.58 5.74
8 1476 6.41 6.26 6.56 092 065 278 0.98 035 0.65 7.95 5.17
9 1242  6.23 6.04 6.42 094 061 313 092 039 061 7.99 4.86
10 13.38  6.74 6.53 6.95 107 061 339 0.99 039 061 8.64 5.25
11 12.24  6.38 6.17 659 099 06 333 093 0.4 0.6 8.26 4.93
12 1035 5.98 5.97 598 019 094 034 11 0.06 094 6.15 5.81
13 30,19 6.17 6.14 6.2 056 082 126 105 0.18 0.82 6.83 5.57
14 39.23  5.67 5.66 569 037 087 0.82 1 0.13 0.87 6.1 5.28
15 32.48 5.8 5.78 582 045 084 104 1 0.16 0.84 6.34 531
16 15.32 6.8 6.64 6.97 104 0.64 302 1.03 036 0.64 8.48 5.46
17 18.19 6.11 6.02 6.19 075 072 205 098 028 0.72 7.22 5.17
18 40.22 6.8 6.78 6.83 063 084 115 118 0.16 0.84 7.4 6.25
19 1819 6.63 6.63 6.63 017 09 024 123 0.04 0.96 6.76 6.51
21 2476 6.53 6.47 6.58 074 077 172 1.08 023 0.77 7.44 5.72
22 50.75 6.5 6.49 651 045 088 083 115 012 0.88 6.93 6.1
23 2281 6.39 6.33 6.45 073 076 179 1.05 0.24 0.76 7.34 5.56
24 1261  5.97 5.81 6.14 087 0.63 283 0.89 037 0.63 7.55 4,72
25 19.77  6.73 6.63 6.83 091 071 229 1.07 029 071 7.97 5.68
26 14.2 6.54 6.38 6.72 098 0.63 302 0.98 037 0.63 8.22 521
27 1271 7.08 6.82 734 12 058 394 101 042 0.58 9.31 5.38
28 7.62 5.53 5.2 588 095 049 401 0.73 051 049 7.88 3.88
29 6.38 5.18 4.8 559 094 045 42 0.66 055 045 7.69 3.49
30 6.93 5.34 4.98 572 095 047 411 0.69 053 047 7.78 3.67
31 9.17 5.83 5.55 6.12 095 054 37 081 0.46 054 7.97 4.26
32 8.16 5.69 5.37 6.03 09 05 397 0.76 0.5 0.5 8.01 4.04
33 13.66  5.69 5.57 581 0.76 0.66 237 0.87 0.34 0.66 6.99 4.63
34 7.69 5.47 5.16 581 094 05 389 0.73 0.5 0.5 7.75 3.86
35 7.94 5.36 5.08 565 0.9 052 361 0.73 0.48 0.52 7.46 3.85
36 11.15  6.09 5.88 6.32 095 058 333 0.88 042 0.58 7.98 4.65
37 10.01  5.93 5.69 6.19 095 056 352 0.84 0.44  0.56 7.95 4.43
38 1213 581 5.65 598 084 062 278 0.87 038 0.62 7.37 4.58
39 7.15 5.73 5.32 6.17 102 046 459 0.73 054 0.6 8.46 3.88
41 6.17 5.08 4.7 55 093 045 419 064 055 045 7.59 34
42 10.68  6.38 6.11 6.65 104 056 381 09 0.44  0.56 8.56 4.75
43 12.09 6.29 6.08 65 097 06 327 092 0.4 0.6 8.13 4.86
44 9.42 55 5.28 573 087 056 321 0.78 0.44  0.56 7.34 4.13
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genotype GM GMP HARM MP SSI STI TOL Yl YR YSI Normal Stress
45 13.8 5.97 5.84 6.11 083 065 259 091 035 0.65 7.41 4.82
46 18.94 6.14 6.06 6.22 074 072 199 0.99 028 0.72 7.21 5.22
47 21.95 6.52 6.45 659 079 074 194 1.06 026 0.74 7.56 5.63
48 11.2 5.77 5.59 596 08 06 297 084 0.4 0.6 7.44 4.47
49 20.04  6.09 6.02 6.16 071 0.74 185 0.99 026 0.74 7.09 5.24
50 13.35 6.28 6.11 6.45 093 0.63 295 0.94 037 0.63 7.93 4.97
51 18 6.12 6.03 6.21 076 071 2.08 098 029 071 7.25 5.17
52 20.54 6.31 6.24 6.39 076 074 194 1.02 026 0.74 7.36 5.42
53 19.94 6.7 6.61 6.79 089 072 225 1.07 028 0.72 7.92 5.67
54 10.78  6.43 6.16 6.71 105 056 3.83 09 0.44 0.56 8.62 4.79
55 28.26 7.61 7.54 768 118 076 205 1.26 0.24 0.76 8.7 6.65
56 29.99  7.58 7.52 764 114 078 191 1.26 022 0.78 8.6 6.68
57 17.07 7.36 7.2 753 122 065 318 112 035 0.65 9.12 5.94
58 18.25  7.77 7.6 795 142 066 331 119 0.34 0.66 9.6 6.29
59 1748  7.62 7.45 78 134 065 332 116 035 0.65 9.46 6.14
61 16.24 731 7.13 749 121 064 329 11 036 0.64 9.14 5.85
62 18.5 8.22 8.03 843 173 0.64 366 125 036 0.64 10.25 6.6
63 20.3 7.21 7.1 732 109 07 256 114 0.3 0.7 8.6 6.04
64 21.09 7.33 7.22 744 113 071 255 1.16 029 071 8.71 6.17
65 1197  6.53 6.3 6.77 1.04 058 356 0.94 042 0.58 8.55 4.99
66 13.24  6.62 6.42 6.82 103 061 331 098 039 061 8.47 5.17
67 16.36 6.9 6.75 705 105 066 291 1.06 0.34 0.66 8.51 5.6
68 14.3 7.08 6.87 729 116 061 35 1.05 039 061 9.05 5.54
69 20.07 7.27 7.15 738 112 07 263 115 0.3 0.7 8.7 6.07
70 18.28  7.22 7.08 735 113 068 285 112 032 0.68 8.78 5.93
71 17.22  8.03 7.82 825 159 063 375 12 037 0.63 10.12 6.38
73 11.75  7.62 7.25 8.01 142 053 495 1.05 0.47 0.53 10.49 5.54
74 1827 7.71 7.54 787 138 066 325 118 0.34 0.66 9.5 6.25
75 13.83 7.45 7.19 772 132 059 401 1.08 041 0.59 9.72 571
76 1142  7.69 7.29 812 144 052 518 1.04 0.48 0.52 10.71 5.53
77 30,29 7.64 7.58 77 117 078 193 127 022 0.78 8.66 6.74
78 1835 6.71 6.6 6.83 093 069 246 1.06 031 0.69 8.05 5.6
79 1249  6.97 6.71 724 117 058 3.89 1 042 0.58 9.18 5.29
81 12.63  6.62 6.41 6.85 105 06 347 097 0.4 0.6 8.58 511
82 1339 7.21 6.97 747 123 059 389 1.04 041 0.59 9.42 5.53
83 1597  6.97 6.81 713 108 0.65 304 1.06 035 0.65 8.65 5.61
84 21.06 7.29 7.19 74 112 071 253 116 029 071 8.66 6.14
85 9.37 6.83 6.41 726 12 049 497 09 051 049 9.75 4.78
86 15.3 6.78 6.62 695 103 0.64 301 1.03 036 0.64 8.45 5.44
87 22.72 599 5.94 6.04 063 0.77 158 0.99 023 0.77 6.83 5.25
88 10.88  6.48 6.21 6.76 106 056 386 091 0.44  0.56 8.7 4.83
89 12.1 5.95 5.78 6.13 088 061 293 0.8 039 061 7.6 4.67
90 13.14  6.73 6.52 695 107 06 345 0.99 0.4 0.6 8.67 5.22
91 1218 6.71 6.47 6.96 1.09 058 369 097 042 0.58 8.81 5.11
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genotype GM GMP HARM MP SSI STI TOL Yl YR YSI Normal Stress
92 9.74 7.26 6.8 775 132 048 541 095 052 048 10.45 5.04
93 12.74  6.85 6.61 709 112 059 368 0.99 041 0.59 8.93 5.25
94 11.19 6.85 6.55 717 116 055 42 096 0.45 0.55 9.27 5.07
95 1433 7.58 7.32 7.84 137 0.59 4 11 041 0.59 9.84 5.83
96 1164 7.14 6.82 747 124 055 438 1 045 055 9.65 5.28
97 1341 6.61 6.42 6.81 103 061 326 0.98 039 061 8.44 5.18
98 15.76 7.4 7.2 76 126 063 347 111 037 0.63 9.33 5.86
99 11.25 6.4 6.16 6.65 1.03 057 364 0091 0.43 057 8.48 4.83
101 1459  6.17 6.03 6.3 086 066 261 094 0.34 0.66 7.61 5
102 21.1 7.15 7.05 725 105 071 242 114 029 071 8.47 6.04
103 27.76 791 7.83 799 142 075 225 13 025 0.75 9.11 6.86
104 14.02  7.39 7.15 764 129 059 39 1.08 041 0.59 9.59 5.69
105 13.07 7.43 7.14 772 132 057 422 1.06 043 057 9.83 5.61
106 11.3 7.76 7.34 821 147 051 534 105 049 051 10.88 5.54
107 19.89 7.73 7.59 788 138 068 3.01 12 032 0.68 9.38 6.38
108 2211 754 7.43 765 123 071 257 12 029 071 8.93 6.36
109 13.3 7.16 6.91 741 121 059 385 1.04 041 0.59 9.34 5.49
110 20.89 7.13 7.03 723 104 071 243 114 029 071 8.45 6.01
111 28.76  7.33 7.28 739 101 078 187 122 022 0.78 8.33 6.46
112 16.06 7.2 7.02 738 117 0.64 323 1.09 036 0.64 8.99 5.76
113 2442 732 7.24 74 107 074 219 119 026 0.74 8.5 6.31
114 2463 748 7.4 757 115 074 227 121 026 0.74 8.7 6.43
115 1796 6.71 6.59 6.82 094 069 25 1.05 031 0.69 8.07 5.57
116 20.23  6.23 6.16 6.31 074 074 192 101 026 0.74 7.27 5.35
117 19.56  6.45 6.36 6.53 082 072 213 1.03 028 0.72 7.6 5.47
118 18.33 7.4 7.25 755 122 067 299 114 033 0.67 9.04 6.06
119 15.46  6.52 6.38 6.67 094 066 275 1 0.34 0.66 8.04 5.29
121 17.66  5.77 5.69 584 068 0.72 188 093 028 0.72 6.79 4.9
122 15.62  6.72 6.57 6.88 1 065 289 1.03 035 0.65 8.32 5.43
123 14.09 6.76 6.58 696 106 062 325 1.01 038 0.62 8.58 5.33
124 11.68  6.51 6.27 6.76 104 058 363 093 042 0.58 8.57 4.94
125 11.89 7.5 7.15 787 137 054 473 1.04 0.46 054 10.23 55
126 10.15  7.02 6.63 743 124 051 486 0.94 049 051 9.86 5
127 1212 7.15 6.86 746 124 056 422 101 0.44  0.56 9.57 5.35
128 8.4 6.32 591 6.75 11 048 475 0383 052 048 9.13 4.38
129 1486  6.51 6.36 6.66 095 0.65 285 0.99 035 0.65 8.09 5.24
130 19.8 6.57 6.48 6.66 085 0.72 218 1.05 028 0.72 7.75 5.57
131 8.5 6.19 5.82 659 106 049 451 082 051 049 8.84 4.33
132 16.57 6.19 6.08 6.29 081 069 231 097 031 0.69 7.45 5.14
133 13.94 583 5.7 595 0.79 0.66 244 0.89 0.34 0.66 7.17 4.74
134 1465  6.36 6.21 65 091 065 276 0097 035 0.65 7.88 5.13
135 1192  6.05 5.87 6.24 091 061 307 0.89 039 061 7.78 4.71
136 6.4 5.54 5.08 6.03 101 043 479 0.69 057 043 8.43 3.64
137 10.11 6.8 6.45 718 117 052 457 092 0.48 0.52 9.46 4.89
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genotype GM GMP HARM MP SSI STI TOL Yl YR YSI Normal Stress
138 10.63  6.93 6.59 728 12 053 451 0.9 047 053 9.54 5.03
139 8.1 6.89 6.34 749 125 044 586 0.86 056 0.44 10.42 4.56
141 9.93 5.8 5.57 6.04 092 056 339 0.82 044  0.56 7.73 4.35
142 12.02 6.52 6.29 6.75 1.04 059 354 094 041 0.59 8.52 4.99
143 1193 641 6.19 6.64 101 059 345 093 041 0.59 8.37 4.92
144 2444  6.52 6.46 6.58 0.75 077 174 108 0.23  0.77 7.45 5.71
145 13.76  6.22 6.07 638 09 064 281 094 0.36 0.64 7.79 4.97
147 12.8 6.08 5.92 6.25 089 062 289 091 0.38 0.62 7.7 4.81
148 9.53 53 5.11 55 082 058 295 0.76 042 0.58 6.98 4.03
149 8.83 571 5.43 6 094 053 369 0.78 047 0.53 7.84 4.15
150 19.7 6.23 6.15 6.3 075 073 197 1 0.27 0.73 7.29 5.32
151 29.79  6.66 6.62 6.7 071 08 149 112 0.2 0.8 7.45 5.96
152 22.9 6.74 6.67 681 085 075 1.98 1.1 025 0.75 7.8 5.82
154 19.06 6.74 6.64 6.84 093 07 238 1.07 0.3 0.7 8.04 5.65
155 18.11  7.49 7.33 764 126 066 3.1 1.15 0.34 0.66 9.19 6.1
156 13.29  6.89 6.67 712 112 06 358 1.01 0.4 0.6 8.91 5.33
157 21.68 7.11 7.02 721 1.02 072 233 114 028 0.72 8.38 6.04
158 20.12 7.24 7.13 736 111 07 261 114 0.3 0.7 8.66 6.06
159 1559 6.93 6.76 7.09 107 064 3.08 1.05 0.36 0.64 8.63 5.56
161 12.85 6.68 6.47 69 106 06 347 0098 0.4 0.6 8.64 5.17
162 13.57 6.2 6.05 636 09 064 283 093 0.36 0.64 7.78 4.94
163 2286  6.48 6.41 654 076 075 184 1.06 025 0.75 7.46 5.63
164 1572  6.43 6.3 6.57 091 067 263 0.99 0.33 0.67 7.88 5.25
165 1453 575 5.64 586 0.75 0.68 227 0.89 0.32 0.68 7 4.72

K s >L% :YSI (lasl oudgs >0 YT S5l MP 5 >L% TOL . G (YR ¢ 9isd a0 Sl SSI
S Hlal ady s ok > , O A S

o g Joo STI (Sigo ) (1S5l (o5l :HARM (cwiid (Kl :GMP (ids byl s 50
SSI: Stress Sensitivity Index, YR: Yield Ratio, TOL: Tolerance Index, MP: Average Productivity Index, YI: Yield Index, YSI:
Stress Yield Ratio Index, GMP: Geometric Mean Productivity, HARM: Harmonic Mean, STI: Stress Tolerance Index.
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