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Figure 1. Gel graph of ZmPIPs genes expression in maize leaves and their mRNA levels analyzed by RT-PCR. Maize
plants exposed to stresses for A: short time (4 days) and B: long time (8 days).
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Fig. 2. Relative transcript levels of A: ZmPIP1-2, B: ZmPIP1-5 genes using semi-quantitative RT-PCR in Zea mays

leaves. The 21 day old maize plants were exposed to non-treatment (C), NaCl (200 mM), CaCl, (40 mM) and PEG
6000(10%) for duration of 4 and 8 days. Values were compared with GAPDH gene and experiments carried out with

three replications. Values were normalized to control. Different letters show significant differences.
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