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Fig. 1. General scheme of experiment to investigate the effect of drought stress on the expression level of transcription

factors in 2 oilseed sunflower lines; 7 and 21 days after stress application. It shows, for example, an experimental unit
in which the plant grows under 40% field capacity near to control plant under 100 field capacity conditions.
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Fig. 2. Electrophoresis results on 1% agarose gel for the
extracted RNA (Figure a) and PCR product of HD-ZIP,
WRKY and MYB transcription factors on the
synthesized cDNA (Figure b). The first column in Figure
b is a molecular ruler (ladder) of 50 bp containing bands
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Fig. 3. Melting curves of studied transcription
factors (AP2-Domain, HD-ZIP, WRKY, MYB and
Actin) in real time polymerase chain reaction of
sunflower plants under drought stress. In all
curves, X axis represent temperature (C) and Y
axis represent the dF/dT ratio. dF/dT ratio is the
derivative of the function ‘fluorescence vs.
Temperature melting’ that represents the rate of
X the fluorescence variation in the reaction
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Table 1. Oligonucleotide primers used in real-time RT-PCR of sunflower plants under drought stress
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Name of Putative  Accession Forward primer Reverse primer g temp. size
sequence function number 5'—3' 5'—3' (°C) (bp)
DHOAQA11Z AP2- AGGAGTAGCAAGGCACCAT
A10RMI1 domain  CX946549 CAAGAACTCGGCCAATTCGT -\ 56 59
Dlﬁ%ﬁgﬁliz ZIP-HD  (CX946945 GCAGCACATCGAGGACATCA GGATCGCACCTCGTGGTTT 57 56
AJ412452 WRKY AJ412452 igiGATTGAAGATGGTCATCTG /(iCAiTATTCAATTCTTCCACC 54 67
MYB-
DHOACO002ZF  related
08FOSFM1  transcription CD848175 CCGCCACACGCATTCTCT CGAGCGCAGCAGCATCTA 60 66
factor
AF282624  Actin TCAATGTTCCCGCCATGTAT ~— CACCACTGGCATAGAGGGA 54 60

AAG
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Table 2. Analysis of variance for transcriptome variations of studied transcription factors (AP2-Domain, HD-ZIP,
WRKY, and MYB) in two oilseed sunflower lines (ENSAT254 and LC1064C) under drought stress at different sampling

times

Wald type statistics / Wald <5 o )bl

S.0.V

Olpe¥ @le  gfy  dfp  AP2-Domain __ HD-ZIP WRKY MYB
Drought (D) s 2 24 6.07" 22.52™ 1.37" 67.43"
Genotype (G) gy 1 24 4.54" 0.07" 2.87m 3.19™
Time (T) ol 1 24 1.27™ 7.25" 12.84™ 32.29™
DxG Pl x S 2 24 3.22m 1.80™ 1.15™ 56.45"
DxT oloy x Suis 2 24 10.38"™ 2.16™ 0.65™ 27.43m
GxT oloy X g 1 24 0.00" 2.90"s 0.29" 291"
TxDxG o X Sedxploy 2 24 2.20m 7.02" 9.56™ 32.04™

S.0.V: Source of variation
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Fig. 4. Pattern of AP2-Domain transcription factor expression in ENSAT254 (tolerant) and LC1064C (sensitive) oilseed
sunflower lines at 80, 60 and 40% drought stress levels, one and three weeks post stress application. The vertical lines

on the columns show the standard error (SE). FC: Field capacity (The concept of field capacity is used to express the
water holding capacity of soil). PSA: Post stress application
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