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Fig. 1. A generic pathway for the transduction of abiotic stress signals in plants (adopted from Xiong et al, 2002).
Examples of involved components in each step are indicated. The abbreviations of the components include the following:
lecRLK: lectin- Receptor like Kinase, CIPK: CBL-interacting protein kinases, CDPK: Calcium Dependent Protein
Kinase, MAPK: Mitogen-Activated Protein Kinase, HSFs: Heat Shock Factors, Zn fingers: Zinc finger transcription
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Fig. 2. Effect of different concentrations of NaCl (0, 200
and 400 mM) on leaf H2O: content of A. littoralis after
72 h of salt stress. Different letters above bars indicate
significant differences (P < 0.05) among treatments.
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Fig. 3. Effect of different concentrations of NaCl (0, 200
and 400 mM) on the activity and APX enzyme in leaves
of A. littoralis after 72 h of salt stress. Different letters
above bars indicate significant differences (P < 005)
among treatments.
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Fig. 4. PCR products for confirmation of primers performance used at qRT-PCR. Length of
amplified fragmens is around 100 bp. M: molecular weight marker #SM0311 (Fermentas).
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Fig. 5. Relative expression of (a) G-type-LecRLK gene, (b) CIPK20 gene, (c) HSFAla gene and, (d) ZF gene, in the
leaves of A. littoralis after 72 h salt treatment with different concentrations of NaCl (0, 200 and 400 mM) GAPDH was
used as an internal control. Different letters above bars indicate significant differences (P < 005) among treatments
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Abstract

Plants respond to the destructive effects of salinity through changes in physiological and molecular
processes. In the present study, the activity of SOD and APX antioxidant enzymes and changes in the
expression of G-types-LecRLK, CIPK20, HSFAla and C3H-ZF genes, involved in signaling and
regulatory networks of Aeluropus littoralis, under salt stress has been investigated. The plant cuttings
were cultured hydroponically under controlled conditions. The experimental design was consisted of a
control (Hoagland’s solution without NaCl addition) and two treatments (200 and 400 mM NacCl). After
72 h of salt treatment, leaf samples were harvested and H>O, content, SOD and APX enzymes activity
and also changes in gene expression were measured by qRT-PCR. The results showed that the activity
of antioxidant enzymes in both 200 and 400 mM NaCl concentration was significantly increased
(P<0.05). The lecRLK gene expression was not significantly changed among different treatments. The
expression of CIPK20 gene were decreased 7 and 16 folds lower than control at 200 and 400 mM of
NaCl treatments, respectively. The obtained results revealed that expression of HSFAla gene was
positively associated with salt concentration (P<0.05). So that, the expression of HSFAla in 200 and
400 mM NaCl was 11 and 13 folds more than control, respectively. The expression of ZF30 gene was
decreased significantly in both 200 and 400 mM NaCl treatments (P<0.05). The results showed that the
expression pattern of studied genes is different under salt stress conditions that can be related to the role
of each gene, salt concentration and stress duration.
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