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Fig. 4. AIDVL2 expression pattern in roots and leaves. The treatments included: control, 3 hours (3H), 6 hours (6H), 48

hours (48H) and one week after salinity stress

Q) 095 ke SSlas 4 gl ol (glo gime
05 Ol Ol welo 7 loj 50 0,bSor s ((VFT)
30 e o Slelw jo 5 (Mald ply /YY) cél pals
2 05 ol Olee Olee IS Gl wile Sl Jlade (e
O o g (g kel Ll iy, b o alise Sleles
Sod (e ol oo @l & 4z bV Joo)
ch s Ay 5 Sy 23l s AIDVLS 55 ol ol
Yz a5 Sg1 (—218) Hlo sixn g (fio oy gy Jleix]
<8l 93 crl 5o 0F Ol e 5 wsSae bl SSLe

(Y Jgaz) Cel

Sp 8 0 AIDVL3 55 (seagis) gham Sl

8l ol o 0 US) se AIDVL2 45 b aliaw Ly i
el sals e 4 Cens AIDVL3 5 ole oliee lal
Ny (S o olelu ,o oS sy (il PP cdl
3ham celo FA ey 5o ol ssaline o5 ole ol
AR VE) Jlade Sl 4 05 ool Gl 98 25 Jlesl

O ol @ian G by U e 9 Sy 095 (qalds jleus

s s Cos AIDVL3 (5 ol el ials g jasa
Y oobes yo lanl g 0 ol oSl glylo aiy ;) cab o
sebas wald Jlad & Cens 0 Ol 5 5l o el



VAR lie; MY b el pole jo e sla i

YOV

AIDVL3

2.00 -

? b

a

T

1.50 - abe
b abc
1.00 - c C—Root
T

od * T 1 el | eaf

0.50 -
be N cd od od
0.00 T T . T )
Control 3H 6H 48H 1Week

Ay aidd O g el FA el £ ce bl ¥ ol 1 Jolds b jlowd .S o g alin ) <l 90 ;0 AIDVL3 (45 Cabigigy by o510 JC&

S9!

Fig. 5. AIDVL3 expression pattern in roots and leaves. The treatments included: control, 3 hours, 6 hours, 48 hours and

one week after salinity stress

5 YIFE i pa) el ilidl g usa AIDVLE (5 oo
5 i Gl A 3l ey el FA o 50 (] YIOA
Jouz) o oselin 5 laculsiy) ghaw )3 6)ls e
2l VIEV) 093 Jlaie iSlas 4 ade S ooy ;o 5 (Y
2l dae 5 e (Sared e e, (Wald b
3958 0F olbe Olee om C019) wo s iy Jlexs] mlan
ol s 68 samsplas Vil oSy g any, il

() Jgaz) 05 500G dp Connd 28l 90 Sglicie

S g ada, <8l g0 y0 3 AIDVLG 5 (o &l s

S8l 40 09 weSae g Dgliie O jgods (g 5l LI S
(o209 Jali Jled 4 s 5 ol elS dalis (S
O3 Ol i Jlasl 5l Celes ¥ pley )0 0S5 9k
FA Gloy U ywsay Js (Gl o/00) dl als oy
Sl 5o el 2l Toame 25 5l o atan S e ol

Ol e85 (i 3l L el £ 9 ¥ Lo 4o olS aiy

AIDVL6
3.50 -
3.00 - T a a
[ » f
2.50 - J- 1 1
2.00 - Root
1.50 1 b === eaf
1.00 - be
b F bc
0.50 -
c P / be
0.00 T T T T )
Control 3H 6H 48H 1Week

el FA (6H) celu £ (BH) el ¥ anli 1ol U ylows .5y 5 aidyy <l 95 10 AIDVLE 15 cubginy by g9 5 S5

Sag s 31 dxs (IWeek) aias S g (48H)

Fig. 6. AIDVL6 expression pattern in roots and leaves. The treatments included: control, 3 hours (3H), 6 hours (6H),

48 hours (48H) and one week after salinity stress
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Abstract

DEVILS are small peptides that play an important role in plant growth and development and are
effective in controlling plant responses to environmental changes caused by stress. In this research,
expression analysis of DVL gene family namely AIDVLI, AIDVL2, AIDVL3 and AIDVL6 were
investigated under salinity stress in Aeluropus littoralis, a halophyte plant, at five time-points: 0, 3, 6,
48 hours and one week. RT-qPCR normalization was conducted by two different sets of reference genes
for leaf tissue (GTF and U2SnRNP) and root tissue (PRS3 and EFla). The results showed that the
expression pattern of A/DVL genes was affected by salinity stress and had a significant change in root
and leaf tissue, and gene expression changes in the root was higher than the leaf except AIDVL6. The
highest expression of gene in the leaf tissue was observed at 48 hours (12.12) and in the root at one week
for AIDVL?2 gene. Also, the gene expression pattern in root and leaf tissues was different and depended
on tissue type. Correlation analysis of genes expression revealed dynamic gene expression patterns in
different tissues, so that AIDVL6 and A/DVL3 expression correlation in both leaf and root tissues had a
negative and significant relation (-0.6) with inverse effects. Considering the nature of the halophyte
plants in tolerance to salt stress and the change in the expression of the genes studied after applying salt
stress, the probable role of these genes in increasing plant tolerance can be mentioned.
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